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pc.h.mam.6a1.cell-57.579.1.t7 

CACCATGGAGACA6GCCT6CGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGCTGGAGGAGTCCGGCGGTC6CCTGGTAACGCCTGGAGGATCCCTGACACTCACCTGCAC 

AGTCTCTGGAATCGACCTCAGTAGCTATGGAGTGGGCTGGGTCCGCCAGGCTCCAGGGAAGG 

GGCT6GAATACATCGGAATCATTAGTAAAATTGATAACACATACTACGCGAACTGGGCGAAA 

GGCCGATTCACCATCTCCAAAACCTCGTCGACCACGGTGGATCTGAAAATGACCAGTCTGACA 

ACCGAGGACACGGCCACCTATTTCTGTACCAGAG6GTCTTTTGATCCCTGGGGCCCAGGCACC 

CTGGTCACCGTCTCCTCAG6GCAACCTAA 



pc.h.mam.16d8.cell-22.394.1.f7 

CACCATGGAGACAGGCCTGCGCTGGCnCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGGTGGAGGAGTCCG6GGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCAC 

AGTCTCTGGATTCTCCCTCAGCAGCTACGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 

GCTGGAATGGATCGGAACCATTAGTACTATT6GTAGCCCATTTTACGCGAGCTGGGCGAGAGG 

CCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAATCCGACAACCGA 

GGACACGGCCACGTATTTnGCGGCAGAnTCGGATTGCTGGTGATGGTGCCTTCTGGGGCCC 

AGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.16cl8.cell-21.393.2.i7 

CACCATGGAGACAGGCCTGCGCTGGCnCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 
GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTAGGACACCCCTGACACTCACCTGCAC 
AGTCTCTGGATTCTCCCTCAGCAGCTACGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 
GCTGGAATGGATCGGAACCATTAGTACTATTGGTAGCCCATTTTACGCGACCTGGGCGAGAGG 
CCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAATCCGACAACCGA 
GGACACGGCCACGTATTTnGCGGCAGATTTCGGATTGCTGGTGATGGTGCCTTCTGGGGCCC 
AGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pc.h.mam.6b1 2.cell-1 9.339.4.17 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCGGTGTCA 

GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGAGATTCACCTGCAC 

AGTCTCTGGAATCGACCTCAGCACCTACGACATGACCTGGGTCCGCCAGGCTCCA6GGAAGG 

GACTGGAATGGATCGGAACCATTAGTACTCnGGTACCCCTTTnCCGCCAATTGGGCGAGAG 

GCCGATTCACCATCTCCAAGACCTCGACCACGGTGGATCTGAAAATCGCCAGTCCGACGACCG 

AAGACACTGCCACATATTnTGTGGCAGATTGCGGATTGCTCATGATGGTGCCTTCTGGGGCC 

CAGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



Fig. IB 



pc.h.mam.2d3.cell-65.576.1.t7 

CCCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAG 

GAGCAGCTGAAGGAGTCCGGAGGAGGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTG 

CACAGTGTCTGGAATCGACCTCAATATCGATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAATGGATCGGAATTATTGGTACTCGTGGTGGCACATGGnCGCGAGCTGGGCG 

AAAGGCCGATTCACCATCTCCAAAACCCCGACCACAGTGGATCTGAAAATCCCCAGTCCGAC 

AACCGAGGACACGGCCACCTATTTCTGTGCCAGTATCTATTCTGATAGTGGTACnATACGAC 

CnGTGGGGCCCAGGCACCCCGGTCACCGTCTCCTCAGGGCAACCTAA 



pc. h. mam. 1 4a1 2.cell-3. 333.1 .t7 

CACCATGGAGACAGGCCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCA 

GTCGGTGGAGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCAC 

CGTCTCTGGAnCTCCCTCAGCAGCGTCGACATGACCTGGGTCCGCCAGGCTCCAGGGAAGGG 

GCTGGAATGGATCGGAACCATTAGTACTCGTAGTAGCACATACTACGCGAGCTGGGCGAAAG 

GCCGATTCACCATCTCCAAAACCTCGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCG 

AGGACACGGCCACGTAnTCTGTGGCAGATTTCGGATTGCTGGTGATGGTGCCTTCTGGGGCC 

CAGGCACGCTGGTCACCGTCTCCTCAGGGCAACCTAA 



pcr.g.mam.29c1 1 .c21 1 .1 1779.780com 

GGAAGGCTGCGCTGGCTTTTCCTGGTCGCTGTGCTCAGAGGTGTCCAGTGTCAGTCGCTGGAG 

GAGTCCGGGGGTNGCCTGGTAACGCCTGGGACACCCCTGANANTCACCTGCACAGCCinGG 

ATTnCCCTCAGTAGCTGGTCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATG 

GATCGGAATGATTGGTAnGTTGGTAGTGGCACATAATANGCGACCTGGGCGAAAGGCCGAT 

TCACCATTTCCAAAACCTTGTGACCACGGTCGATTTGAAAATGACCAGTTTGACAACCGAGGA 

CACGGCCACCTATTTnGTGTCAGAGGGGGTAGnTTANTTnGCTACCGCCTTGTGGGGCCCA 

GGCACCCTGGTCACCGTNTCCTCAGGGCAACCTAA 



pcr.g.mam.31a5.c178.1 1884.780 com 

nGCAGGCTGCGTGGTnrrCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGGAGG 

AGTCCGGGGGTNGCCTGGTAACNCCTGGGACACCCCTGACANnnnGCAAAGTNTTTGGAT 

nrCCCTCAGCAGNTACGAMATGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGG 

ATNGGAACCATTAGTANTTGTGGTAATGGATAATACGCGACCTGGGCGAAAGGCCGATTCAC 

CATTTCCAAAACCnGACCACCGTGGAnTGAAAATCACCAGTCCGACAACCGAGGACACGG 

CCAAGTAinTTGTGGCAGAnTCGGATTGCTGGTGATGGTGCTTTTGGGGCCCGGGCACGCT 

GGTCACCGTNTCCTCAGGGCAACCTAA 



Fig. IC 
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staining of permeabilized liuman breast tumor cell lines 
with murine onti-mammaglobin monoclonal antibodies 
Key 

■ Secondary clone 
Primary at 1:10 
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Western blot analysis of Mammaglobin 

from MB415cells 



1G11 




14A12 




1F4 

.s 





1H11 



1H7 



1A5 



2D3 

111 





Mouse monoclonal: 1G11, 1P4, 1H11,1H7, 1A5 
Rabbit monoclonal: 14A12. 6B12, 2D3, 6A1 
Rabbit polyclonal: 967 

Rec: bacterlally expressed recombinant mammaglobin 

Fig. 5 




IHC analysis of mammaglobin expression in normal tissue. 
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Fig. 6 
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Mouse monoclonal sandwiches 
with biotinylated 31 A5 




ng/assay 



Fig. 7A 



Sandwich combinations 
(serum) 

3.0 n 




Fig. 7B 



31-1H7 with 2D3 or 31 A5 biotinylded 
(PBS) 

3.0 n 
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Fig. 7C 
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Fig. 8 
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la MKI 
2a 
3a 
4a 
5a 
6a MKI 
7a 
8a MKI 



UiVLHLAALSQHCYAGS GCPLLENVISKTINPQVSKTEYKELLQEFIDDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
LMVLMLA ALSQHCYAGSGCPLLENVIS KTINPQVSKTEYKELLQEFlDDNAnNAIDELKECFLNQTDETLSNVEVFHQLIYDSSLCDLF 
LWLNLAALSQHCYAGS GCPLLENVISKTINPQVSKT EYKELLQEFIDDNATTNAIDELKECFLNQTDETLSNVEVFNQLIYDSSLCDLF 
LMVLNLAALSQHCYAGSGCPLLENVIS KTINPQVSKTEYKELLQEFI DDNATTNAIDELKECFLNQTDETLSNVEVFMQLIYDSSLCDLF 
LNVLHLAALSQHCYAGSGCPLLENVISKTINPQVSK TEYKELLQEFIDDNAnNAID ELKECFLNQTDETLSNVEVFHQLlYDSSLCDLF 
LMVLNLAALSQHCYAGSGCPLLENVISKTINPQVSKTEYKELLQEFI DDNAnNAIDELKECFLNQT DETLSNVEVFHQLIYDSSLCDLF 
LMVLMLAALSQHCYAGSGCPLLENVISKTINPQVSKTEYKELLQEFIDDNATTNAI DELKECFLNQTDETLSNVEVFH QLIYDSSLCDLF 
INVI MIAALSQHCYAGSGCPLLENVISKTINPQVSKTEYKELLQEFIDDNATTNAIDELKECFLNQ TDETLSNVEVFHQLIYDSSLCDLF 



peptide 1 AA sequence 


AA location within mntgb 


la MKLLMVLMLAALSQHCYAGS 


1-20 


2a ALSQHCYAGSGCPLLENVIS 


11-30 


3a GCPLLENVISKTINPQVSKT 


21-40 


4a KTINPQVSKTEYKELLQEFI 


31-50 


5a EYKELLQEFIDDNAnNAID 


41-60 


6a ODNAnNAIDELKECFLNQT 


51-70 


7a ELKECFLNQTDETLSNVEVF 


61-80 


8a DETLSNVEVFNQLIYDSSLCDLF 


71-93 



Fig. 10 
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Fig. IIA 
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Mgb peptide 1 mouse #1 




Fig. MA 
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MB415 cells versus copy number for 
Mammaglobin 
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FIGURE 21 
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